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The first annual SolCAP 

meeting took place on 

January 11, 2009 at the 

Town and Country Resort 

Hotel in San Diego, CA..  

Our inaugural meeting 

consisted of presentations 

given from each of our 

Executive Committee 

members.  Even at this 

early stage of our project 

all of  the members 

showed data and early 

accomplishments.  The 

SolCAP team is well on 

itõs way to not only meet-

ing our goals for the first 

year but also exceeding 

them.  Our Advisory 

Board members, which 

included our stake-

holders, scientific, educa-

tion and assessment advi-

sors, met and provided us 

with valuable feedback 

which we have already 

applied to our project. 

Our first annual SolCAP 

meeting had very good 

attendance with  many of 

our key members present. 

It was decided that the 

Plant and Animal Ge-

nomics meeting held 

every year in San Diego 

would continue to be a 

convenient and cost effi-

cient  location for our 

meetings.  We encourage 

all of  our participants to 

plan ahead for next year! 
The Plant and Animal Ge-

nome XVIII Conference  

will be held on  January 9 -

13, 2010 at the Town and 

Country Resort Hotel in 

San Diego, CA..  For more 

information about PAG 

visit their website at 

http://www.intl -pag.org/ 

 

Our second annual SolCAP 

meeting will be held on 

January 9, 2010 (Sat).  

Look for more details in 

future newsletters.  

In  other SolCAP news, our 

USDA -CSREES funding 

source òThe National Re-

search Initiative (NRI)ó 

will be renamed to  the 

òAgriculture and Food Re-

search Initiativeó.  In order 

to meet the USDA require-

ments all of the existing 

NRI -CAP programs needed 

to resubmit a revised ver-

sion of their proposals.  

The SolCAP team took this 

opportunity to improve and 

update itõs project objec-

tives and expand itõs re-

search goals to utilize the 

latest and ever changing 

innovative technologies.   

The revised SolCAP docu-

ments can be viewed on 

our web site at the 

Downloads page.   
 

We are happy to announce 

that the complete applica-

tion was submitted ahead 

of schedule! 

The 1st Annual SolCAP Meeting 

January 11, 2009 in San Diego, CA.  

mailto:solcap@msu.edu
http://www.intl-pag.org/
http://solcap.msu.edu/downloads.shtml
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Solanaceae Community:     

We Need Your Input!  
Dave Douches, Walter De Jong, Dave Francis, Allen Van Deynze 

SolCAP  is focusing on the two most important vegetable crops in the Solana-

ceae: potato and tomato. The primary research objective of this project is to pro-

vide the infrastructure to link allelic variation in genes to valuable traits in cul-

tivated germplasm. As a result, we will increase the likelihood that breeding 

will benefit from genotype -based selection.  

 

One of the technical objectives of the Solanaceae Coordinated Agricultural Project (SolCAP) is to develop 

thousands of single nucleotide polymorphism (SNP) markers that are polymorphic in cultivated potato 

and tomato.  Candidate SNPs will be developed by comparing existing  Expressed Sequence Tag (EST) 

sequences from public databases, as well as SolCAP generated EST sequences from the cultivated germ-

plasm.  7600 candidate SNPs will be evaluated for polymorphism in a potato panel described below, 

while 1536 SNPs will be evaluated in the tomato panel.  Our highest priority is to identify and evaluate 

candidate SNPs in genes related to carbohydrate metabolism, as this will permit subsequent association 

studies with processing traits.  But thatõs not all - we are more than willing to evaluate SNPs in 

genes of interest to any individual investigator.   Please donõt be shy; if you provide us a list of 

your favorite genes (GenBank accession numbers), we will evaluate SNPs in those genes 

across the SolCAP potato and/or tomato panels, for free !   Please go to http://www.solcap.msu.edu/

candidates.shtml  and fill in the accession number for the genes you would like included in the SNP plat-

forms. We will also attempt to determine the map location of any SNP that is polymorphic in existing 

diploid reference populations.  By extension, this will simultaneously map the genes in which the SNPs 

reside.  SNP data will be deposited in the publicly -accessible SOL Genomics Network database 

(sgn.cornell.edu).  Breeders and geneticists will be able to access this data to facilitate the identification 

of parents with desirable combinations of marker alleles.  

ARS Honors Potato Scientist  

The Capital Times  ñ  2/10/2009  

Madison, WI  

 

A Wisconsin botanist has been honored by the Agricultural Research Service of the U.S. 

Department of Agriculture for his work on the evolution of potatoes.  David Spooner was 

named "Area Senior Research Scientist of 2008" by the ARS in ceremonies Feb. 10, 2009 

at the USDA headquarters in Beltsville, Md.  Spooner is a research scientist at the ARS 

Vegetable Crops Research Unit in Madison.  

 

Spooner discovered that cultivated potatoes originally came from a single region of south-

ern Peru, and his research revised and rewrote the history of the potato's spread from 

South America throughout the world.  "Dr. Spooner has made outstanding contributions 

to the scientific community's understanding of the genetic diversity and evolution of po-

tatoes and their relatives," said ARS Administrator Edward Knipling in prepared com-

ments for the award ceremony.  

David Spooner, UW -

Madison Department of 

Horticulture  

http://www.solcap.msu.edu/candidates.shtml
http://www.solcap.msu.edu/candidates.shtml
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It is the time of year when 

breeding programs have their 

full attention focused on plant-

ing.   With the season in mind, 

we thought a brief description of 

the Tomato germplasm and the 

process used to compile the col-

lection would be an appropriate 

topic for the newsletter.   Since 

initiating the project in October, 

the SolCAP cooperators have 

finalized Material Transfer 

Agreements, finalized our core 

collection, exchanged germ-

plasm and are planting our coop-

erative trials.   
 

Let me start by saying that we 

have listened to the community 

and include as many of your sug-

gestions as possible.  That said, 

we have received conflicting ad-

vice.  For example, the review 

panel suggested dropping wild 

species and land-races.  Yet, 

practicing breeders have sug-

gested so many accessions that 

we have increased the number of 

wild species relatives to the 48 

accessions originally planned.   

Heirloom varieties were the next 

target for reducing, and yet this 

portion of the collection has 

drawn significant interest from 

extension specialist in Midwest-

ern and East -coast states, several 

of whom will be growing out sup-

plementary locations.  
 

The core collection is being as-

sembled to facilitate applied ob-

jectives, with 288 inbred lines 

from fresh -market and processing 

tomato breeding programs. At the 

same time, the germplasm panel 

will facilitate hypothesis testing. 

We anticipate that a comparison 

of patterns of polymorphism in 

lineages defined by market niche 

or regional adaptation will lead to 

insight concerning selection dur-

ing domestication and breeding.  

In assembling the collection, we 

are drawing from community core 

collections for Solanum lycopersi-

cum var  Cerasiformae , concen-

trating on the accessions for 

which Jim Myers, Oregon State 

Univ., has collected extensive 

data on phenolics and antioxi-

dants. We include 48 landraces 

(LR) representing geographic 

range, diversity of fruit 

shapes, and genetic varia-

tion. 48 Heirloom (H) varie-

ties have been selected such 

that the major fruit mor-

phologies are represented, 

and a few of Dr. Carolyn 

Male's recommendations 

based on flavor have snuck 

into the collection. Finally,   

wild accessions suggested by 

the Tomato Genetics Re-

source Center (TGRC) and 

cooperators have been added 

to provide insight into loci 

that have been introgressed 

into cultivated backgrounds. 

Elite germplasm represent-

ing fresh market (FM) and 

processing (P) markets forms 

the most important resource 

in the collection. Over 140 

varieties for each market 

niche were chosen to repre-

sent major environmental 

adaptations in the U.S. 

(humid and arid) and public 

breeding programs. Public 

germplasm was supple-

mented by adding inbred 

lines from commercial com-

panies, and inbred lines gen-

erated by selfing commercial 

hybrids. Parents for multiple 

mapping populations are 

also included.   

David Francis  

http://www.oardc.ohio -state.edu/tomato/  

 Tomato Germplasm Panel  
 By David Francis,  SolCAP co -PD  

Photo by David Francis  

http://www.oardc.ohio-state.edu/tomato/

