SolCAP Logic Models

The SolCAP project is described by research, education, and extension logic models. All

three activities will lead to impact in translational genomics, defined as converting discoveries
from genome sequencing projects in the laboratory into applied outcomes in crop improvement.
All activities involve a broad spectrum of faculty, staff, and end users, and have the potential to
more rapidly build a knowledge continuum. These models serve as the basis to identify the
actions that will lead to desired outcomes; delineate broad stakeholder involvement; express
important fundamental project initiatives; identify actions that will lead to desired results; and
delineate outcomes over the four year project timeline. These models also create a framework of
reference points for the project to remain on task and move collaboratively forward.
Problem/Need: Characterization of sequence variation and DNA markers for elite
germplasm in Solanaceae is incomplete, as is an understanding of their use in breeding
Solanaceae crops. SolCAP will focus on defining DNA sequence variation (markers) linked to
trait variation in elite materials; load results into usable databases; communicate efforts using a
variety of highly accessible formats targeted at specific communities of interest; and affect
production and consumer choice in the long run.

Project Inputs, Outputs, and Outcomes: Resource allocations are well-placed to reach
stated outcomes/impacts. Research activities will move seamlessly from the lab to the field
where breeders are well positioned to apply the results. As a result of this project, Solanaceae
breeding will more fully utilize genotype-assisted selection, with sequence variants being
identified in candidate genes that are important to product quality and consumer choice.
Significant research results will be broadly shared, explained, and posted in a variety of formats
that can be easily understood and used. Education and extension will target plant breeders,
graduate students, agricultural professionals, and extension specialists through project portals (e-
Xtension website of tools and resources). We believe this approach will facilitate amplification
of project impact to producer and grower communities, and be reflected in broader consumer
choices. The inputs, outputs and outcomes are clearly delineated and stated as measurable
objectives.
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